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The scientific activity of Prof. Piero Pucci has been initially devoted to the
structural characterization of both native and recombinant proteins and glycoproteins.
These studies have been carried out by developing integrated strategies based on
classical biochemical methodologies combined with biomolecular mass spectrometric
procedures. Furthermore, the folding process of proteins has been investigated paying
particular attention to the structural characterization of intermediates accumulating
during the oxidative folding of disulphide-containing proteins.

A new strategy for the investigation of the surface topology and the analysis of
conformational changes in proteins has been developed. This approach consists in the
application of limited proteolysis experiments combined with advanced mass
spectrometric methodologies. This procedure was then extended to the analysis of
conformational changes occurring during protein complexes formation with the aim to
describe protein-protein and protein-DNA interactions and to the characterization of
amyloidogenic proteins to investigate amyloidogenic intermediates.

In the last years, Prof. Pucci’s scientific interest was addressed to functional
proteomics studies for the elucidation of the molecular mechanisms underlying complex
physio-pathological processes. These studies aim at identifying specific proteins
involved in biological mechanisms by isolation of functional complexes using affinity
chromatography or immunoprecipitation procedures followed by identification of
protein partners by advanced mass spectrometry methodologies. The association of an
unknown protein with partners belonging to a specific protein complex involved in a
particular mechanism would then be strongly suggestive of its biological function.
Furthermore, a detailed description of the cellular signalling pathways might greatly
benefit from the elucidation of protein-protein interactions in vivo.
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