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Prof. Piero Pucci got his degree in Chemistry at the University of Naples in 1978. 
From 1979 to 1981 worked as Post-doctoral fellow at the University of Naples. 1982 - 
1988 Assistant Professor of Biochemistry at the Department of Organic and Biological 
Chemistry, Faculty of Science, University of Napoli. 1983 – 1984 post doctoral training 
and Visiting Associate (1987) at the Biochemical Department of the Imperial College of 
Science, Technology and Medicine in London, U. K. 1988 - 1991 Associate Professor of 
Biochemistry, Department of Chemistry, Faculty of Science, University of Basilicata. 
1991 - 1999 Associate Professor of Biochemistry, Department of Organic and 
Biological Chemistry, Faculty of Science, University of Napoli. In February 2000 he 
was appointed Full Professor of Biochemistry at the University of Napoli, Faculty of 
Science. Prof Pucci is the Head of the Proteomic Laboratory at the CEINGE 
Biotecnologie Avanzate. !

Prof. Pucci is Member of the Director Board and the Executive Comittee of the 
INBB Consortium, Member of the Scientific Committee of the VIMM Biomedical 
Foundation and Member of the Scientific Committee of the Italian Global Animal 
Health (ITPGAH). He was a former Member of the World Council of the Human 
Proteome Organization (HUPO), President of the Italian Human Proteome Organization 
(IHUPO), Member of the Council of the Italian Proteomic Association (ItPA) and 
Coordinator of the Protein Group of the Italian Society of Biochemistry and Molecular 
Biology (SIBBM). At present, Prof. Pucci is responsible of both the Proteomic 
Laboratory and the Proteomic Facility at CEINGE Biotecnologie Avanzate. !

Prof. Pucci delivered lectures to National and International Meetings and he has 
published more than 220 refereed papers on international journals with an H-Factor of 
41. !

Prof. Pucci has been, and is at present, recipient of several Research Grants from 
both National and International Institutions (MIUR, CNR, CE, Minister of Health, etc.) 
and from private Charity Foundations (Fondazione Fibrosi Cistica, CARIPLO, etc.). He 
was, and at present is, Consultant and Collaborator of several public and private 
Enterprises in the biotechnological and pharmaceutical field (IRBM-Merck, Menarini, 
Serono, Sigma-Tau, Pharmacia&Upjohn, Mario Negri Sud). !

Prof. Pucci is currently Referee for several International Journal including 
Proteomics; Journal Proteomics Research; Molecular Cellular Proteomics; Journal 
Molecular Biology; European Journal of Biochemistry; Electrophoresis; Journal of 
Chromatography; FEMS Microbiology Letters; Rapid Communication in Mass 
Spectrometry; Journal Mass Spectrometry; Glycoconjugate Journal; Hemoglobin; J 



Endocrinol Investigation; Bioinformatics; Journal of Rheumatology; Journal of 
Pediatric Gastroenterology and Nutrition; GENE; STRESS. !

Prof. Pucci is currently Referee for Research Projects for several Institutions 
including The Wellcome Trust, UK; MIUR, Università di Udine; Regione Lombardia; 
Ministero della Salute; Università del Piemonte Orientale. 

The scientific activity of Prof. Piero Pucci has been initially devoted to the 
structural characterization of both native and recombinant proteins and glycoproteins. 
These studies have been carried out by developing integrated strategies based on 
classical biochemical methodologies combined with biomolecular mass spectrometric 
procedures. Furthermore, the folding process of proteins has been investigated paying 
particular attention to the structural characterization of intermediates accumulating 
during the oxidative folding of disulphide-containing proteins.  

A new strategy for the investigation of the surface topology and the analysis of 
conformational changes in proteins has been developed. This approach consists in the 
application of limited proteolysis experiments combined with advanced mass 
spectrometric methodologies. This procedure was then extended to the analysis of 
conformational changes occurring during protein complexes formation with the aim to 
describe protein-protein and protein-DNA interactions and to the characterization of 
amyloidogenic proteins to investigate amyloidogenic intermediates. 

In the last years, Prof. Pucci’s scientific interest was addressed to functional 
proteomics studies for the elucidation of the molecular mechanisms underlying complex 
physio-pathological processes. These studies aim at identifying specific proteins 
involved in biological mechanisms by isolation of functional complexes using affinity 
chromatography or immunoprecipitation procedures followed by identification of 
protein partners by advanced mass spectrometry methodologies. The association of an 
unknown protein with partners belonging to a specific protein complex involved in a 
particular mechanism would then be strongly suggestive of its biological function. 
Furthermore, a detailed description of the cellular signalling pathways might greatly 
benefit from the elucidation of protein-protein interactions in vivo. !!
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